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TTATCCAGT 

AGGCAGATTMGCATGTGCnMGGCATCAGCAMGTCTCAGCA^^ 

TGATAAGCTTAAAAAGTAGTAGTCACAGGAAAAAmGAACTmACCTCCnGCGCnGTTATACTCTTTAGT 

GCTGmAACTmcmGTAAGTGAGGGTGGTGGAGGGTGCCCATAATCTTfTCAGGGAGTAAGncncn 
GGTCmCTncmCTTTCmCTTTTTTTCnGAGACCAAGmCGCTCnGTCTCCCAM^^^ 

TGGCGCGATCTCGGCTCACTGCAACCTCCGCCnCTCCTGGGTTCAAGCGATTCTCCTACATCAGCCTCCGA 

GTAGCTGGGAmCAGGCATGCGCCACCAAGCCCCGCTAATTTTGTATTTTTTAGTAGAGACAGGGTTTCGC 

CATGTTGGTCAGGCTTGTCTCGAACTCCTGGCCTCAGGTGATCCGCCTGTCTCGGCCTCCCAGAATGCTGG 
GAITATAGACGTGAQCCACGG^^^ 



rGAGTCGGAGTCTCATTCTGTCACCCAGGCTGGAGGGTeGTGGCGCGATCTCGGCnACTGCAA 
CCTCTGCCTCCCGGGnCAAGCGAnCTCCTGCCTCAGCCTCCTGAGTAGCTGGAAm 

CCATGGCCAGCTAATTTTTGTATTmAGTAGAGACGGGGTGTCACCATTTTGGCCAAGCTGGCCTCG^^ 

CTGACCTCAGGTGATCTGCCCGCCTCG6CTTCCCAAAGTGCT6GGATTACAGGTGTGAGCCACCGCGTCCT 

GCTCCAAAGCATTTTCTTTCTATGCCTCAAAACAAGATT6CAAGCCAGTCCTCAAAGCGGATAATTCAAGAGC 

TAACAGGTAnAGCTTAGGATGTGTGGCACTGnCTTAAGGCTTATATGTATTAATACATCATTTAAACTCACA 

ACAACCCCTATAAAGCAQGGGGCACTCATAnCCCnCCCCCTrrATAATTACGAAAAATGCAAGGTATTTTC 

AGTAGGAAAGAGAAATGTGAGAAGTGTGAAGGAGACAGGACAGTATTTGAAGCTGGTCTTTGGATCACTGTG 

CAACTCTGCTTCTAGAACACTGAGCACTTITTCTGGTCTAGGAAnATGACTTTGAGAATGGAGTCCGTCCn 

CCAATGACTCCCTCCCCATTTTCCTATCTGCCTACAGGCAGAATTCTCCCCCGTCCGTA1TAAATAAACCTCA 

TCTmCAGAGTCTGCTCmTACCAGGCAATGTACACGTCTGAGAAACCCTTGCCCCAGACAGCCGTTTrAC 

ACGCAGGAGGGGAAGGGGAGGGGAAGGAGAGAGCAGTCCGACTCTCCAAAAG6AATCCTTTGAACTAGGG 

TTTCTGACnAGTGAACCCCGCGCTCCTGAAAATCAAGGGnGAGGGGGTAGGGGGACACTnCTAGTCGTA 

CAGGTGAmCGATTCTCGGTGGGGCTCTCACAACTAGGAAAGAATAGTTTTGCTTTncnATGAnAAAAGA 

AGAAGCCATACmcCCTATGACACCAAACACCCCGAiTCAATTTGGCAGTTAGGAAGCTTGTATCGCGGAG 

GAAGGAAACGGGGCGGGGGCGGATTTCTTnTAAeAGAGTGAACGCACTCAAACACGCCTTTGCTGGCAGG 

C666GGAGCGCGGCTGGGAGCAGGGAGGCCGGAGGGCGGTGTGGGGGGCAG6TGGGGAGGAGCCCAGT 

CCTCCTTCCTTGCCAACGCTQGCTCTGGCGAGGGCTGCnCCGGCTGGTGCCCCCGGGGGAGACCCAACC 

TGGGGCGACTTCAGGGGT6CCACATTCGCTAAGTGCTCGGAGTTAATAGCACCTCCTCCGAGCACTCGCTC 

ACGGCGTCCCCnGCCTGGAAAGATACCGCGGTCCCTCCAGAGGATrTGAGGGACAGGGTCGGAGGGGGC 

TCTTCCGCCAGCACCGGAGGAAGAAAGAGGAGGGGCTGGCTGGTCACCAGAGQGTGGGGCGGACCGCGT ' 

GCGCTCGGCGGCTGCGGAGAGGGGGAGAGCAGGCAGCGGGCGGCGGGGAGCAGCATGGAGCCGGCGGC 

6GGGAGCAGCATGGAGCCTTCGGCTGACTGGCTGGCCACGGCCGCGGCCCGGGGTCGGGTAGAGGAGGT 

GCGGGCGCTGCTGGAGGCGGGGGCGCTGCCCAACGCACCQAATAGTTACGGTeGGAGGCCGATCCAGGT 

GGGTAGAGGGTCTGCAGCGGGAGCAGGGGATGGCGGGCGACTCTGGAGGACGAAGm 

GGAATCAGGTAGCGGTTCGAmTCCGGAAAAAGGGGAGGCTTCCTGGGGAGTmCAGAAGGGGTTTGTA 

ATCACAGACCTCCTCCTGGCGACQCCCTGGGGGCTT6GGAAGCCAAGGAAGAGGAATGAGGAGCCACGCG 

CGTACAGATCTCTCGAATGCTGAGAAGATCTGAAGGGGGGAACATATTTGTAnAGATGGAAGTATGCTCTTT 

ATCAGATACAAAATnACGAACGmGGGATAAAAAGGGAGTCnAAAGAAATGTAAGAtGTGCTGGGACT^^^ 

rrAGCCTCCAAnCACAGATACCTGGATGGAGCmTCrrTCmm^^ 
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GGTGTATGTTGGMTAMTATCGMTATAMTTTTGATCGAAATTAnCAGAAGCGGCCGGGCGCGGTGCCTC 

ACGCCTTGTAATCCCTTCACTTT6GGA6ATCAAGGCGGGGGGAATCACCTGAGGTCGGGAGTTCGAGACCA 

GCCT66CCAACAGGTGAAACCTCGCCTCTACTAAAAATACAAAAAGTAGCCGGGGGTGGTGGCAGGCGCCT 

GTAATCCCAGCTACTCGGGAGGTTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCTGAGGTTGTAGTGAAC 

AGCGAGATGGAGCCACnCACTCCAGCCTGGGTGACAGAGTGAGACTTTGTCGAAAGAAAGAAAGAGAGAA 

AGAGAGAGAGAAAAAmmAGAAGCAACTACATATTGTGTTTATTTTTAACTGAGTAGGGCAAATAAATATA 

TGTnrGCTGTAGGAACmGGAAATAATGAGCCACATTCATGTGATCATTCCAGAGGTAATATGTAGTTACCAT 

TTTGGGAATATCTGCTAACATTmGCTCTmACTATCmAGCmCTTGATATAGmAmGTGATAA^^ 

TTTTCAATTCCTCATTmGAACAGAGGTGmCTCCTCTCCCTACTCCTGTmGTGAGGGAGTTAGG^^ 

GAmAAAAGTAATTAATACATGGGTAACmGCATCTCTAAAATmGCCAACAGCnGAACCCGGGAGTTTG 

GCmGTAGTCCTACAATATCmGAAGAGACCTOTTTGTTTAAAAACAAAAAGGAAAAAGAAAAGTGGATAG 
TTTTGACAATTnTAATGGAG 
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FIG. 41B 
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FIG. 44 
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SEQUENCE LISTING 

<110> Ribomed Biotechnologies, Inc. 
Hanna, Michelle M. 

<120> Molecular Detection Systems Utilizing Reiterative Oligonucleotide 
Synthesis 

<130> 2072.001PC05 

<150> US 10/425,037 
<151> 2003-04-29 

<150> PCT/US02/34419 
<151> 2002-10-29 

<150> US 09/984,664 
<151> 2001-10-30 

<160> 3 

<170> Patentin version 3.2 

<210> 1 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> P16DF2 Primer 



<400> 1 

gctctggcga gggctgcttc* 



20 



<210> 2 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> P16DF1 Primer 



<400> 2 

ggggaattgg aatcaggtag cgc 



23 



<210> 3 

<211> 549 

<212> DNA 

<213> Artificial 



<220> 
<223> 



P16DF 



<400> 3 
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-2- 

gctctggcga gggctgcttc cggctggtgc ccccggggga gacccaacct ggggcgactt 60 

caggggtgcc acattcgcta agtgctcgga gttaatagca cctcctccga gcactcgctc 120 

acggcgtccc cttgcctgga aagataccgc ggtccctcca gaggatttga gggacagggt 180 

cggagggggc tcttccgcca gcaccggagg aagaaagagg aggggctggc tggtcaccag 240 

agggtggggc ggaccgcgtg cgctcggcgg ctgcggagag ggggagagca ggcagcgggc 300 

ggcggggagc agcatggagc cggcggcggg gagcagcatg gagccttcgg ctgactggct 3 60 

ggccacggcc gcggcccggg gtcgggtaga ggaggtgcgg gcgctgctgg aggcgggggc 420 

gctgcccaac gcaccgaata gttacggtcg gaggccgatc caggtgggta gagggtctgc 480 

agcgggagca ggggatggcg ggcgactctg gaggacgaag tttgcagggg aattggaatc 540 

aggtagcgc 549 



